
 

Genes explain higher prevalence of CVD in
chronic IMID patients

June 16 2017

The results of a study presented today at the Annual European Congress
of Rheumatology (EULAR) 2017 represent an important step towards
characterising the genetic basis of cardiovascular disease (CVD) risk in
chronic immune-mediated inflammatory diseases (IMID).

Specific genetic loci (different positions on the chromosome) previously
identified as being associated with CVD risk in the general population
have been found to be significantly increased in association with CVD
risk among chronic IMID patients. From these, 4 loci were found to
have different genetic effects across different chronic IMID.

Out of a total of 10 genetic patterns significantly associated with CVD
risk across chronic IMID, 2 showed a highly significant association with
CVD risk in rheumatoid arthritis (RA), psoriatic arthritis (PsA), and 
systemic lupus erythematosus (SLE). Functional analysis of these 2
genetic patterns revealed their role in key pathological mechanisms
behind these rheumatic diseases.

Previous clinical studies had demonstrated that chronic IMID have a
higher prevalence of cardiovascular (CV) events compared to the general
population. , This increase in CV events is explained by a combination
of accelerated atherosclerosis and endothelial dysfunction with
inflammation providing the central link.

"Our research findings help explain the higher prevalence of
cardiovascular events observed in chronic IMID patients compared to
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the general population," said lead author Dr. Antonio Julià from the
Rheumatology Research Group at the Vall d'Hebron Hospital,
Barcelona, Spain.

"At this stage, our results are of significance to better understanding the
disease process. However, they could also have clinical implications,
since some of the associated biological pathways are targeted by current
IMID therapies. Gaining a better understanding of the genetic
mechanisms underlying CVD risk in these patients could be fundamental
to the development of more efficient preventive and treatment
strategies," he explained.

A total of 17 genetic loci previously identified as being associated with
CVD risk in the general population were found to be significantly
associated with CVD risk among the chronic IMID patient groups (p
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